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Table 1. Polymerase chain reaction primer inforamaffor = forward, rev = reverse), annealing terapge and
the PCR product length

cond Semea e, 75
¥
CAPDHrow TCATGGATGACCTIG GECAG,  NMLODI03M034 60 107
“Ubiquinrev | GCT CCACCT COA GGG ToAT  NML174133 2 108
CAT rov AAG TGG GTC CTG TGT ToG AG  NM_001035851 61 178
CRP for GGC CAG ACA GAC TTG CAT AAG AAG

G NM_001144097.1 61 142
CRP rev GGG TTC GGG CCA GCT CTG TG
Fok SRR wamrs e
HMOX rov CCG GTG TAG CTC COT GOG Ga M 0010320872 61 108
MGST3rev  CAGAGT GGT GGG CAT CAG Goo  NM-001035046.1 61 124
MTIAter AGACACAGC COT GGG CACACT  NM 0010404922 61 209
MTIE rev ¥ATG CAG GTT GGG CCACGT TOC  NM_0011148571 61 261
MT2Atew  OTTTGCATT TGCAGG AGCCOGC  NM0010751401 61 03
NGO rev NGt CCCATC OTT Toc ToT TG NM00l0M5351 61 146
S0D1 rev CAG COT TGC CAG TCT T1G TA  NML174615.2 o1 143
UGTIALrev  TCCOCG GGT CTC CAT 6CG CT  NM-0011056361 61 175

*GAPDH = glyceraldehyde 3-phosphate dehydrogenasd: € catalase; CRP = C-reactive protein; GPX3 = ghitme
peroxidase 3; HMOX2 = heme oxygenase 2; MGST3 ran@mal glutathione S-transferase 3; MT1A = methitmein
1A; MT1E = metallothionein 1E; MT2A = metallothione2A; NQO1 = NAD (P) H dehydrogenase, quinone O[8 =
superoxide dismutase 1; UGT1A1 = UDP glucuronoaghferase 1 family, polypeptide Al.

¥ GAPDH and Ubiquitin were used as reference genes.
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Abstract

To study the reaction of udder mRNA abundance aggeelated to nuclear erythroid 2-related fact@i22)
to an intramammary lipopolysaccharide (LPS) chaéemith changes in blood insulin and metabolitelkg
24 dairy cows were used. Treatments included insofusion (HypoG, n=5), insulin and glucose (Euz6),
B-hydroxybutyrate (HyperB, n= 5), and saline (Cohtrz=8) for 56 h. At 48 h of infusions, two quagewrere

treated with 200ug LPS, and two control quartersewteeated with physiological serum. Mammary tissue
biopsies were obtained before and after the LP8ectiee. The mRNA abundance of the genes was meahsure
by the gPCR approach. In the LPS quarters, the mBblUkdance of MT1A, MT2A, and MT1E increased in all
treatments. The mRNA abundance of GPX3 increaseHyiperB and Control. The mRNA abundance of
MGST3 and SOD1 decreased in all groups lacking Hd&reased mRNA abundance of NQO1 observed in

HypoG. In the control quarters, the mRNA abundaofcel T1A and MT2A was raised in all groups. Similgrl

MT1E is up-regulated in all groups except for thgpblG. The increase of mMRNA abundance of GPX3 was
observed in the Control and EuG groups, and UGTituG. LPS decreased the mRNA abundance of MGT3,
NQO1, and SOD1 in HypoG. In conclusion, LPS infleed the mRNA quantity of the investigated genes in

both quarters, which indicate local and systemaxctiens to endotoxinApplying appropriate management
strategies will reduce oxidative stress and susméfyt to diseases and will lead to better welfaaed
performance of the animal.
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