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dataset Control strain
GSE53932 Gallus gallus 12:6 GPL3213 Affymetrix HsN Lung
Array
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Table 2. Primer sequences used in real-time PCRt{(bfgrimers were designed on exon-exon junction)

Gene name Primer Forward Primer Reverse
RPL13(HK)' GGAGGAGAAGAACTTCAAGGC CCAAAGAGACGAGCGTTTG
TBP(H K)l CTGGATAGTGCCACAGCTA GCACGAAGTGCAATGGTTT
STK17B TCAAGACTGCAAAGCGGAGA CCTCCAGCGGCATATTCCAA
CCL4 CAAAGCCTGCCATCATCTTCATC GAAGCCACGCTCTGTGTCAG
MCM9 ATGCTGCCCGAACTACCATT GCACCTCCCTGCATAGAAGA
IRF7 TGACGCAGGTGGATTTGG TGCCTCCAATCCTGAAACTG
IL6 AAGAAGTTCACCGTGTGCGA CAGGCATTTCTCCTCGTCGAA

'House keeping gene

Lcodl s (60 s b ol o Dlesgas ol jer 4 a5 5l golaws il 8 29,5 -F Jgo
Table 3. Characteristics of some differentially eegsed genes resulted from meta-analysis

Entrez ID Gene symbol Confirmation method in meta-analysis  Type of ragjoh P value

424049 STK17B Fisher, AW Down regulation 0.0440.0
395468 CCL4 Fisher, maxP Up regulation 0.04, 0.03
100857742 MCM9 Fisher, maxP bE 0.04, 0.03
396330 IRF7 maxP Up regulation 0.04
395337 IL6 maxP Up regulation 0.04

Thedifferentially expressed gene which can be up @gulin some studies and down regulated in otheliest

Shoolaiwl b S 09,5 b duslie ;0 HENTL 4 00gll sl b jo Judosl 3 >9,5 slo 5 lo (omd polia -F o
Real-time PCR
Table 4. Relative amount of meta-genes expresgittbN1 infected spleens compared with control group
using Real-time PCR

Gene name Fold chang®
STK17B 0.19
CCL4 30.21
MCM9 0.02
IRF7 414.6
IL6 33.79"

! Fold change is the mean of gene expression in tinfeeted spleens as compared to control sampies: 0.05 and

" P<0.001
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Abstract

During the last years, gene expression profiling hevealed specific genes which are involved in the
regulation of host response to several diseasesanAvnfluenza infection is one of the important
diseases in poultry industry. The aim of the press&ndy was to identify significantly involved gene
in H5N1 infection using the meta-analysis of two ANmicroarray datasets of host response to
influenza infection. The meta-analysis revealedt tis8K17B, CCL4, MCM9, IRF7 and IL6 were
differentially expressed using Fisher, AW and max@thods. We used real-time PCR to validate the
differential expression of identified genes. Foiisttaim, the previously H5N1-infected samples were
used. The real-time PCR results of all five genemfiomed the differential expression between
infected and non-infected samples and also the tgfe regulation obtained from meta-analysis
significantly. The genedL6, IRF7 and CCL4 were over expressed whil8TK17B and MCM9 were
down expressed in infected samples. The resultgested that the meta-analysis is a robust method
to find differentially expressed genes which may igeored in individual analysis. These genes may
play some critical roles in host response.
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