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Abstract

In the marine environment, all surfaces, including a variety of marine
organisms such as marine macroalgae, are colonized by microorganisms.
Microorganisms associated with marine macroalgae offer tremendous potential
for biologically active metabolites. Fouling is a persistent problem in the marine
sector that requires control and cleaning processes. The search for anti-fouling
bacteria is essential for controlling fouling due to environmental pollution
associated with the use of toxic chemicals. Four symbiotic bacteria were isolated
and purified from Enteromorpha flexuosa macroalgae collected from the Oman
Sea. Molecular identification of these bacteria based on 16 S rRNA gene
sequences showed bacteria Bacillus zhangzhouensis strain Chabahar 1,
Virgibacillus dokdonensis strain Chabahar 2, Micrococcus endophyticus strain
Chabahar 3 and Bacillus subtilis strain Chabahar 4. These sequences were
registered with the Gene Bank under the access numbers OL472895, OL514166,
OL514165 and OL514183, respectively. Ethanol extract was extracted from these
bacteria and screened by well diffusion method. These bacteria showed no growth
inhibitory effect on each other.
Key words: Enteromorpha flexuosa, Bacillus zhangzhouensis, Virgibacillus
dokdonensis, Micrococcus endophyticus.
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